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KATANOI
HA KOHTPOJIHU LLAMOBE MUKPOOPIrAHA3MU

HauvoHanHata 6aHka 3a MPOMULLNIEHM MWUKPOOPraHM3MM WM KNETbYHWU KynTypu
(HBMMKK, NBIMCC) e pedepeHTHa konekuma — udneH e Ha WFCC nog Ne 135 ot
1986 r. n Ha ECCO ot 1987 r. lNpepoctaBaHNTE OT Hest pedepPEHTHN MUKPOBMONOTNYHM
obpasum ca Ha HyrneB nacax.

To3swn katanor BkntoyBa n3bpaHu wamose 6akTepumn, ApoXan 1 nneceHn ot obms
katanor Ha WHctutyt HBIMMKK, Konto ce m3nonseaT KaTo KOHTPOSTHM KynTypu (TecT-
MUKPOOPraHn3mmn) npu npunaraHeTo Ha MMKPOOMOMNOrMYHN CTaH4APTU U METOAN.

HBEINMMKK nogabpxa noBeveTo KOHTPOSHU WaMoBe, BKtodeHn B Reference Strain
Catalogue Ha CBeTOBHUSA LeHTBP 3a gaHHU 3a MukpoopraHuamu (World Data Centre for
Microorganisms, WDCM), n nsucksaHn ot BAC EN ISO 11133:2014 ,Mukpobuonorus
Ha XpaHUTEeNHW NPoAYKTH, oypaxn 1 Boda. [loaroToBka, NPON3BOACTBO, ChbXpaHEHUe n
N3NUTBaHe Ha KavecTBaTa Ha KynTypanHu cpean”.

MpegnaraHnuTe KOHTPOMNHM LamMoBe ca o00o03HayeHn kaTo ,Ceptudpmumpanun
pedepeHTHU WwamoBe®, aHarnorM4yHo Ha Apyru eBponenckn konekumu. NpoesepeHn ca no
KynTypanHu un (OeHOTUMHN nokasaTenu, TeCTUpaHu CbrnacHo BanvampaHu npouenypwu
oT Cuctemara 3a ynpasneHue Ha kadectBoTo no 1ISO 9001:2015 8 HEINMMKK. BugosaTta
UM MOEHTUYHOCT € MOTBbpAeHa C TbProBCKM MUKPOTECTOBE WU CUCTEMU Ha upmute
Biomerieux (API, VITEK, MALDI-TOF), Biolog, Bio-Rad, Remel, Lachema v pgp.
MpepocTtaBat ce ¢ 6e3nnaTeH cepTugukar.

KaTanoreT BKkIoyBa:

[. CINCBK Ha KOHTPOSMHW WamoBe MuKpoopraHusmu, npegnaraim ot HBIMMKK.
CnnchbKbT cbabpXa:

e BWOOBO MME Ha LWama;

e Homep B NBIMCC;

e Homep B WDCM Reference Strain Catalogue, ako uma;

e Homep B American Type Culture Collection (ATCC), ako nwma;

e HOMeEp B Apyra Kosiekumsi, ako wambT He e HanmyeH B ATCC nnu WDCM.

[I. KatanoxHa uHGoOpMauusi 3a KOHTPOMHW LamoBe OakTepuwn, nogpeaeHu no
a3byyeH pef;

[ll. KatanoxHa nHopMaums 3a KOHTPOMHM LLaMOBE APOXAN W NeCeHn, NnogpeaeHn
no asbyyeH pea.

MonyyaBaHeTo Ha KOHTposiHM wamoBe oT HBIMKK ce usBbpwBa cbrnacHo
ycnyraTa ,lpegocraBsHe Ha MukpobuonormyHu obpasuun®. MNMpoueaypaTta no ycnyrara,
LeHW, cpeam 3a KynTuBMpaHe Ha WwaMoBeTe U Apyra UHopMauusa Moxe ga HamepuTte
Ha canTta Ha VHcTuTyT HBEINMMKK:

http://www.nbimcc.org



CnNUCBHK Ha KOHTPOJTHU LaMOBEe MUKPOOPraHNU3Mum,
npeanaraHn ot UHctutyT HBINMMKK

|. BakTepuu
Ne |Mme NBIMCC | WDCM | ATCC Apyrv
KOMneKumm

1. Aerococcus viridans 8874 T 00061 11563
2 Aeromonas allosqccharophlla 8963 00064 35993

(Aeromonas sobria)

Aeromonas hydrophila subsp.
3. hydrophila 8962 T 00063 7966
4. Bacillus cereus 8935 00001 11778
5 Welz_mannla coagulans 8941 T 00002 2050

(Bacillus coagulans)
6. Bacillus licheniformis 3346T 00068 14575
7. Bacillus subtilis 3562 - 19659 IFO 13722
8. | Bacillus spizizenii 1709 00003 6633
9. | Bifidobacterium breve 9012 T 00224
10. Bifidobacterium longum subsp. 8821 T 00225

longum
11. | Bordetella bronchiseptica 1051 - 4617 DSM 10303
12. | Brevundimonas diminuta 1418 - 19146 DSM 1635
13. | Brochothrix thermosphacta 8039 00071 11509
14. | Burkholderia cepacia 8566 T - 25416 LMG 1222
15. | Campylobacter coli 8750 00004 43478
16. | Campylobacter jejuni subsp. jejuni 8652 T - 33560 CIP 70.2
17. | Campylobacter jejuni subsp. jejuni 8753 00005 33291
18. | Campylobacter jejuni subsp. jejuni 8886 00156 29428
19. | Campylobacter upsaliensis 8885 00074 43953
20. | Citrobacter freundii 3731 T - 13316 CECT 401
21. | Citrobacter freundii 8748 00006 43864




Paraclostridium bifermentans

22. (Clostridium bifermentans) 8943 00079 NCTC 506
23. | Clostridium perfringens 8615 T 00007 13124
24. | Clostridium perfringens 8883 00174 10543
25. | Clostridium perfringens 8945 00080 12916
26. | Clostridium sporogenes 8783 00008 19404
27. | Clostridium sporogenes 8784 - 11437 LMG 10264
Clostridium thermosaccharolyticum
28. | (Thermoanaerobacterium 8957 T 00135 7956
thermosaccharolyticum)
29. | Cronobacter sakazakii 8667 T 00214 29544
30. | Enterobacter cloacae 8570 T 00083 13047
31. | Enterococcus faecalis 3360 T 00009 19433
32. | Enterococcus faecalis 3915 00087 29212
33. | Enterococcus faecalis 8342 00085 51299
34. | Enterococcus faecalis 8875 00176 CECT 8118
35. | Enterococcus faecalis 8876 00210 33186
36. | Enterococcus faecium 3587 00088 - LMG 11397
37. | Enterococcus faecium 8754 T 00010 19434
38. | Enterococcus faecium 8873 00177 6057
39. | Enterococcus hirae 8326 00011 10541
40. | Enterococcus hirae 8851 T 00089 8043
41. | Escherichia coli 3397 00012 8739
42. | Escherichia coli 3398 T 00090 11775
43. | Escherichia coli 3548 - 10536 CIP 54.127
44. | Escherichia coli 3588 - 11229 LMG 9007
45. | Escherichia coli 3702 00013 25922




46. | Escherichia coli 8785 00014 700728
47. | Escherichia coli 8877 00202 NCTC 13216
48. | Escherichia coli 8946 00179 DSM 19683
49. | Escherichia coli 8905 - 35218
50. | Geobacillus stearothermophilus 2311 - 7953 DSM 5934
51. | Geobacillus stearothermophilus 8972 00069 10149
52. | Hafnia alvei 1229 T 00095 13337
53. | Klebsiella aerogenes 3699 T 00175 13048
54, | Klebsiella pneumoniae 3670T | 00097 | 13883
subsp. pneumoniae
55. | Kocuria rhizophila 159 - 9341 DSM 348
56. | Lactobacillus acidophilus 8896 T 00098 4356
Levilactobacillus brevis
57. (Lactobacillus brevis) 3448 T 00099 14869
58, Lactlcasel_bacnlus casei 3485 T 00100 393
(Lactobacillus casei)
59, Lactobacillus plelbruecxu 1132 T 00102 11842
subsp. bulgaricus
60. | Lactobacillus gasseri 2450 00103 19992
61, Lactlplantl_bacnlus plantarum 3447 T 00104 14917
(Lactobacillus plantarum)
Lacticaseibacillus rhamnosus
62. (Lactobacillus rhamnosus) 10107 o010l 7469
63. Latllactobgcnlus sakel subsp. sal_<e| 3453 T 00015 15521
(Lactobacillus sakei subsp. sakei)
64. | Lactococcus lactis subsp. lactis 4000 T 00016 19435
65. | Legionella anisa 8852 T 00106 35292
66. Leglor_1ella pneumophila subsp. 8887 T 00180 33156
frazeri ser. 4
67, Legionella 'pneumophlla subsp. 8848 T 00107 33152
pneumophila ser. 1
6. Leuconostoc suionicum 8971 T 00108 9135
(Leuconostoc mesenteroides)
69. | Listeria innocua 8755 00017 33090
70. | Listeria ivanovii subsp. ivanovii ser. 5 8756 00018 19119




71. | Listeria monocytogenes ser. 4b 8745 00019 - LMG 13305
72. | Listeria monocytogenes ser. 1 8749 00020 19111
73. | Listeria monocytogenes ser. 4b 8787 00021 13932
74. | Listeria monocytogenes ser. 1/2a 8849 00109 35152
: 4698,
75. | Micrococcus luteus 8934 T 00111 15307
76. | Morganella morganii subsp. morganii 1392 00112 25830
77. | Pediococcus acidilactici 8788 - 8042 LMG 6411
78. | Pediococcus damnosus 8757 T 00022 29358
79. | Pediococcus pentosaceus 8870 00158 33316
80. | Proteus hauseri 1393 - 13315 NCTC 4175
81. | Proteus mirabilis 8747 T 00023 29906
82. | Pseudomonas aeruginosa 1390 00026 9027
83. | Pseudomonas aeruginosa 3590 - 15442 LMG 9009
84. | Pseudomonas aeruginosa 3700 00025 27853
85. | Pseudomonas aeruginosa 3732T 00024 10145
86. | Pseudomonas aeruginosa 8746 00027 - DSM 25123
87. | Pseudomonas aeruginosa 8988 00207 NCTC 12951
88. | Pseudomonas fluorescens 8758 T 00115 13525
89. | Pseudomonas fragi 8869 T 00116 4973
90. | Pseudomonas putida 1090 T 00117 12633
91. | Rhodococcus hoagii 1230 T 00028 251729,
6939
92 Salmonella enterica subsp. enterica 2333 00029 i DSM 4224
ser. Abony
g3 | Salmonella enterica subsp. enterica 3554 T i 15480
ser. Dublin
94. Salmonella enterica subsp. enterica 3669 00031 14028
ser. Typhymurium
95, Salmonella enterica subsp. enterica 4798 i i

ser. Agona




Salmonella enterica subsp. enterica

96. ser. Enteritidis 8691 T 00030 13076
97. | Shigella sonnei 8646 - 25931 CCUG 32351
98. Staphylococcus aureus 509 00033 6538 P
subsp. aureus
99. Staphylococcus aureus 3081 00035 9144
subsp. aureus
100. Staphylococcus aureus 3359 00032 6538
subsp. aureus
101.| Staphylococcus aureus 3671 i 29737 | CIP 103.428
subsp. aureus
Staphylococcus aureus
102. subsp. aureus 3703 00034 25923
103. Staphylococcus aureus 3999 00131 29213
subsp. aureus
104, | Staphylococcus aureus 8327 | 00211 | 43300
subsp. aureus
105.| Staphylococcus epidermidis 1093 00132 14990
106.| Staphylococcus epidermidis 3486 00036 12228
Staphylococcus saprophyticus
107. subsp. saprophyticus 3348 T 00159 15305
108.| Streptococcus pneumoniae 8789 T - 33400 LMG 14545
109.| Streptococcus pyogenes 941 T - 12344 CIP 56.41
110. Streptococcus sgllvarlus 3916 T 00134 19258
subsp. thermophilus
111.| Vibrio parahaemolyticus 8743 T 00037 17802
112.| Vibrio vulnificus 8965 T 00139 27562
113.| Weissella viridescens 8897 T 00105 12706
114, Yersinia enterocg[ltlca _ 8739 T 00038 9610
subsp. enterocolitica ser. O:8
115.| Yersinia enterocolitica 8791 | 00039 - LMG 15558
subsp. palearctica ser. O:3
116.| Yersinia enterocolitica 9008 T | 00216 DSM 13030

subsp. palearctica ser. O:3

*ocoyeHn ca HayyHuTe umeHa Ha BugoseTe. [lpu HAKoM WamoBe B ckObBu e gageHo no-
NONYyNAPHOTO UME/CUHOHUM).




Il. Qpoxaun n nneceHun

Ne | Nme NBIMCC | WDCM | ATCC HOpyru

1. | Aspergillus brasiliensis 3564 00053 16404

2. | Aspergillus flavus 916 - - IMI 52104
3. | Candida albicans 74 00054 10231

4. | Candida albicans 8794 00055 2091

5. | Candida parapsilosis 78T - 22019 CBS 604
6. | Candida tropicalis 8797 T - 750 CBs 94

7. | Issatchenkia orientalis 8796 T - 6258 CBS 573
8. | Mucor racemosus 7106 - - IMI 17313
9. | Penicillium solitum 8795 00056 - CECT 20818
10. | Penicillium venetum 8792 00057 16025

11. | Saccharomyces cerevisiae 541 00058 9763

12. | Saccharomyces cerevisiae 8793 00059 - CECT 13084
13. | Saccharomyces kudriavzevii 3663 - 2601 CBS 679
14. | Zygosaccharomyces rouxii 3662 - - CBS 7804




